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<210> 1 
<211> 316 
<212> PRT 

<213> Mus musculus 
<400> 1 

Met Arg Arg Ala Ser Arg Asp Tyr Gly Lys Tyr Leu Arg Ser Ser Glu 
15 10 15 



Glu Met Gly Ser Gly Pro Gly Val Pro His Glu Gly Pro Leu His Pro 
20 25 30 



Ala Pro Ser Ala Pro Ala Pro Ala Pro Pro Pro Ala Ala Ser Arg Ser 
35 40 45 

Met Phe Leu Ala Leu Leu Gly Leu Gly Leu Gly Gin Val Val Cys Ser 
50 55 60 

A) 

lie Ala Leu Phe Leu Tyr Phe Arg Ala Gin Met Asp Pro Asn Arg lie 
65 70 ^ 75 80 

Ser Glu Asp Ser Thr His Cys Phe Tyr Arg lie Leu Arg Leu His Glu 
85 90 95 

Asn Ala Gly Leu Gin Asp Ser Thr Leu Glu Ser Glu Asp Thr Leu Pro 
100 105 110 

Asp Ser Cys Arg Arg Met Lys Gin Ala Phe Gin Gly Ala Val Gin Lys 
115 120 125 

Glu Leu Gin His lie Val Gly Pro Gin Arg Phe Ser Gly Ala Pro Ala 
130 135 140 

Met Met Glu Gly Ser Trp Leu Asp Val Ala Gin Arg Gly Lys Pro Glu 
145 150 155 160 

Ala Gin Pro Phe Ala His Leu Thr lie Asn Ala Ala Ser lie Pro Ser 
165 170 175 

Gly Ser His Lys Val Thr Leu Ser Ser Trp Tyr His Asp Arg Gly Trp 
180 185 190 

Ala Lys lie Ser Asn Met Thr Leu Ser Asn Gly Lys Leu Arg Val Asn 
195 200 205 

Gin Asp Gly Phe Tyr Tyr Leu Tyr Ala Asn lie Cys Phe Arg His His 
210 215 220 

Glu Thr Ser Gly Ser Val Pro Thr Asp Tyr Leu Gin Leu Met Val Tyr 
225 230 235 240 

Val Val Lys Thr Ser lie Lys lie Pro Ser Ser His Asn Leu Met Lys 
245 250 255 

Gly Gly Ser Thr Lys Asn Trp Ser Gly Asn Ser Glu Phe His Phe Tyr 
260 265 270 

Ser He Asn Val Gly Gly Phe Phe Lys Leu Arg Ala Gly Glu Glu He 
275 280 285 

Ser He Gin Val Ser Asn Pro Ser Leu Leu Asp Pro Asp Gin Asp Ala 
290 295 300 



Thr Tyr Phe Gly Ala Phe Lys Val Gin Asp He Asp 
305 310 315 



<210> 2 



<211> 1538 
<212> DNA 

<213> Mus musculus 



<400> 2 

gccaggacct 

tgggtggccg 

cgccatgcgc 

cagcggcccc 

ggcgccgcca 

ccaggtggtc 

aatatcagaa 

tttgcaggac 

acaagccttt 

ctcaggagct 

tgaggcccag 

taaagtcact 

gttaagcaac 

ttgctttcgg 

gtatgtcgtt 

cacgaaaaac 

tttcaagctc 

tccggatcaa 

atttcgtgga 

atgtctatac 

cctctctctt 

atggtgatta 

ggagaggtat 

ctctgggtct 

tcattgcaaa 

ggacctgcaa 



ctgtgaaccg 
aggaagggag 
cgggccagcc 
ggcgtcccac 
cccgccgcct 
tgcagcatcg 
gacagcactc 
tcgactctgg 
cagggggccg 
ccagctatga 
ccatttgcac 
ctgtcctctt 
ggaaaactaa 
catcatgaaa 
aaaaccagca 
tggtcgggca 
cgagctggtg 
gatgcgacgt 
acattagcat 
atgtgtaaga 
gagcctgtac 
cacaacggtt 
tccgatgctt 
aacccctgga 
gaaatgatag 
ataagttctt 



gtcggggcgg 
agaacgatcg 
gagactacgg 
acgagggtcc 
cccgctccat 
ctctgttcct 
actgctttta 
agagtgaaga 
tgcagaagga 
tggaaggctc 
acctcaccat 
ggtaccacga 
gggttaacca 
catcgggaag 
tcaaaatccc 
attctgaatt 
aagaaattag 
actttggggc 
ggatgtccta 
ctactaagag 
aggttgtgta 
ttacaatttt 
atgaaaaact 
catgtgccac 
tgtgaagggt 
tttttctaat 



gggccgcctg 
cggagcaggg 
caagtacctg 
gctgcacccc 
gttcctggcc 
gtactttcga 
tagaatcctg 
cacactacct 
actgcaacac 
atggttggat 
caatgctgcc 
tcgaggctgg 
agatggcttc 
cgtacctaca 
aagttctcat 
ccacttttat 
cattcaggtg 
tttcaaagtt 
gatgtttgga 
acatggccca 
tatgtaaagt 
gtaatgattt 
tacacgtgag 
tgagaacctt 
taagttcttt 
gaggagag 



gccgggagtc 
cgcccgaact 
cgcagctcgg 
gcgccttctg 
ctcctggggc 
gcgcagatgg 
agactccatg 
gactcctgca 
attgtggggc 
gtggcccagc 
agcatcccat 
gccaagatct 
tattacctgt 
gactatcttc 
aacctgatga 
tccataaatg 
tccaaccctt 
caggacatag 
aacttcttaa 
cggtgtatga 
ccataggtga 
cctagaattg 
ctatggaagg 
gaaattaaga 
tgaattgtta 



tgctcggcgg 
ccgggcgccg 
aggagatggg 
caccggctcc 
tgggactggg 
atcctaacag 
aaaacgcagg 
ggaggatgaa 
cacagcgctt 
gaggcaagcc 
cgggttccca 
ctaacatgac 
acgccaacat 
agctgatggt 
aaggagggag 
ttgggggatt 
ccctgctgga 
actgagactc 
aaaatggatg 
aactcacagc 
tgttagattc 
aaccagattg 
gggtcacagt 
ggatgccatg 
cattgcgctg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1538 



<210> 3 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 
<400> 3 

aaacgcaaaa aaccagaaag g 21 



<210> 4 
<211> 17 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 
<400> 4 

gtaaaacgac ggccagt 17 



<210> 5 
<211> 17 
<212> DNA 




<213> Artificial Sequence 



<220> 



<223> Description of Artificial Sequence : primer 



<400> 5 

caggaaacag ctatgac 



17 



<210> 6 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer OBM #8 
<400> 6 

aagccccaaa gtacgtcgca tc 22 

<210> 7 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :OBM HF 



<210> 8 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: OBM XR 

<400> 8 

cctctagagt ctatgtcctg aagtttg 27 

<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : OBM3 



<400> 7 

cgaagctttc gagcgcagat ggatcc 



26 



<400> 9 

atcagaagac agcactcact 



20 



<210> 10 
<211> 33 
<212> DNA 



<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : 0BMSalR2 
<400> 10 

ggggtcgacc taggacatcc atgctaatgt tec 33 

<210> 11 
<211> 317 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Met Arg Arg Ala Ser Arg Asp Tyr Thr Lys Tyr Leu Arg Gly Ser Glu 
15 10 15 

Glu Met Gly Gly Gly Pro Gly Ala Pro His Glu Gly Pro Leu His Ala 
20 25 30 

Pro Pro Pro Pro Ala Pro His Gin Pro Pro Ala Ala Ser Arg Ser Met 
35 40 45 

Phe Val Ala Leu Leu Gly Leu Gly Leu Gly Gin Val Val Cys Ser Val 
50 55 60 

«\ 

Ala Leu Phe Phe Tyr Phe Arg Ala Gin Met Asp Pro Asn Arg lie Ser 
65 70 ~ 75 80 

Glu Asp Gly Thr His Cys He Tyr Arg He Leu Arg Leu His Glu Asn 
85 90 95 

Ala Asp Phe Gin Asp Thr Thr Leu Glu Ser Gin Asp Thr Lys Leu He 
100 105 110 

Pro Asp Ser Cys Arg Arg He Lys Gin Ala Phe Gin Gly Ala Val Gin 
115 120 125 

Lys Glu Leu Gin His He Val Gly Ser Gin His He Arg Ala Glu Lys 
130 135 140 

Ala Met Val Asp Gly Ser Trp Leu Asp Leu Ala Lys Arg Ser Lys Leu 
145 150 155 160 

Glu Ala Gin Pro Phe Ala His Leu Thr He Asn Ala Thr Asp He Pro 
165 170 175 

Ser Gly Ser His Lys Val Ser Leu Ser Ser Trp Tyr His Asp Arg Gly 
180 185 190 

Trp Ala Lys He Ser Asn Met Thr Phe Ser Asn Gly Lys Leu He Val 
195 200 205 

Asn Gin Asp Gly Phe Tyr Tyr Leu Tyr Ala Asn He Cys Phe Arg His 
210 215 220 



His Glu Thr Ser Gly Asp Leu Ala Thr Glu Tyr Leu Gin Leu Met Val 
225 230 235 240 



Tyr Val Thr Lys 



Lys Gly Gly Ser 
260 

Tyr Ser lie Asn 
275 

He Ser He Glu 
290 

Ala Thr Tyr Phe 
305 



Thr Ser He Lys 
245 

Thr Lys Tyr Trp 



Val Gly Gly Phe 
280 

Val Ser Asn Pro 
295 

Gly Ala Phe Lys 
310 



He Pro Ser Ser 
250 

Ser Gly Asn Ser 
265 

Phe Lys Leu Arg 



Ser Leu Leu Asp 
300 

Val Arg Asp He 
315 



His Thr Leu Met 
255 

Glu Phe His Phe 
270 

Ser Gly Glu Glu 
285 

Pro Asp Gin Asp 



Asp 



<210> 12 
<211> 954 
<212> DNA 

<213> Homo sapiens 



<400> 12 

atgcgccgcg 

ggccccggag 

ccccctgccg 

gtctgcagcg 

gaagatggca 

gacacaactc 

caggcctttc 

agagcagaga 

gaagctcagc 

aaagtgagtc 

tttagcaatg 

tgctttcgac 

tacgtcacta 

accaagtatt 

tttaagttac 

ccggatcagg 



ccagcagaga 
ccccgcacga 
cctcccgctc 
tcgccctgtt 
ctcactgcat 
tggagagtca 
aaggagctgt 
aagcgatggt 
cttttgctca 
tgtcctcttg 
gaaaactaat 
atcatgaaac 
aaaccagcat 
ggtcagggaa 
ggtctggaga 
atgcaacata 



ctacaccaag 
gggccccctg 
catgttcgtg 
cttctatttc 
ttatagaatt 
agatacaaaa 
gcaaaaggaa 
ggatggctca 
tctcactatt 
gtaccatgat 
agttaatcag 
ttcaggagac 
caaaatccca 
ttctgaattc 
ggaaatcagc 
ctttggggct 



tacctgcgtg 
cacgccccgc 
gccctcctgg 
agagcgcaga 
ttgagactcc 
ttaatacctg 
ttacaacata 
tggttagatc 
aatgccaccg 
cggggttggg 
gatggctttt 
ctagctacag 
agttctcata 
catttttatt 
atcgaggtct 
tttaaagttc 



gctcggagga 
cgccgcctgc 
ggctggggct 
tggatcctaa 
atgaaaatgc 
attcatgtag 
tcgttggatc 
tggccaagag 
acatcccatc 
ccaagatctc 
attacctgta 
agtatcttca 
ccctgatgaa 
ccataaacgt 
ccaacccctc 
gagatataga 



gatgggcggc 60 
gccgcaccag 120 
gggccaggtt 180 
tagaatatca 240 
agattttcaa 300 
gagaattaaa 360 
acagcacatc 420 
gagcaagctt 480 
tggttcccat 540 
caacatgact 
tgccaacatt 
actaatggtg 720 
aggaggaagc 780 
tggtggattt 840 
cttactggat 
ttga 



<210> 13 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : human OBM SF 
<400> 13 

ggcgtacgca gagcgcagat ggatcct 

<210> 14 
<211> 34 
<212> DNA 

<213> Artificial Sequence 



600 
660 



900 
954 



27 



<220> 

<223> Description of Artificial Sequence : synthetic DNA 



<400> 14 

ggggtcgacc atccaggaaa tatcataaca ctcc 

<210> 15 

<211> 951 

<212> DNA 

<213> Mus musculus 



34 



<400> 15 

atgcgccggg 

ggccccggcg 

ccgccacccg 

gtggtctgca 

tcagaagaca 

caggactcga 

gcctttcagg 

ggagctccag 

gcccagccat 

gtcactctgt 

agcaacggaa 

tttcggcatc 

gtcgttaaaa 

aaaaactggt 

aagctccgag 

gatcaagatg 



ccagccgaga 
tcccacacga 
ccgcctcccg 
gcatcgctct 
gcactcactg 
ctctggagag 
gggccgtgca 
ctatgatgga 
ttgcacacct 
cctcttggta 
aactaagggt 
atgaaacatc 
ccagcatcaa 
cgggcaattc 
ctggtgaaga 
cgacgtactt 



ctacggcaag 
gggtccgctg 
ctccatgttc 
gttcctgtac 
cttttataga 
tgaagacaca 
gaaggaactg 
aggctcatgg 
caccatcaat 
ccacgatcga 
taaccaagat 
gggaagcgta 
aatcccaagt 
tgaattccac 
aattagcatt 
tggggctttc 



tacctgcgca 
caccccgcgc 
ctggccctcc 
tttcgagcgc 
atcctgagac 
ctacctgact 
caacacattg 
ttggatgtgg 
gctgccagca 
ggctgggcca 
ggcttctatt 
cctacagact 
tctcataacc 
ttttattcca 
caggtgtcca 
aaagttcagg 



gctcggagga 
cttctgcacc 
tggggctggg 
agatggatcc 
tccatgaaaa 
cctgcaggag 
tggggccaca 
cccagcgagg 
tcccatcggg 
agatctctaa 
acctgtacgc 
atcttcagct 
tgatgaaagg 
taaatgttgg 
acccttccct 
acatagactg 



gatgggcagc 60 
ggctccggcg 120 
actgggccag 180 
taacagaata 240 
cgcaggtttg 300 
gatgaaacaa 360 
gcgcttctca 420 
caagcctgag 480 
ttcccataaa 540 
catgacgtta 600 
caacatttgc 660 
gatggtgtat 720 
agggagcacg 780 
gggatttttc 840 
gctggatccg 900 
a 951 



<210> 16 
<211> 244 
<212> PRT 

<213> Mus musculus 
<400> 16 

Ala Gin Met Asp Pro Asn Arg lie Ser Glu Asp Ser Thr His Cys Phe 
15 10 15 

Tyr Arg lie Leu Arg Leu His Glu Asn Ala Gly Leu Gin Asp Ser Thr 
20 25 30 

Leu Glu Ser Glu Asp Thr Leu Pro Asp Ser Cys Arg Arg Met Lys Gin 
35 40 45 

Ala Phe Gin Gly Ala Val Gin Lys Glu Leu Gin His He Val Gly Pro 
50 55 " 60 

Gin Arg Phe Ser Gly Ala Pro Ala Met Met Glu Gly Ser Trp Leu Asp 
65 70 75 80 

Val Ala Gin Arg Gly Lys Pro Glu Ala Gin Pro Phe Ala His Leu Thr 
85 90 95 



He Asn Ala Ala Ser He Pro Ser Gly Ser His Lys Val Thr Leu Ser 
100 105 110 



Ser Trp Tyr His Asp Arg Gly Trp Ala Lys He Ser Asn Met' Thr Leu 
115 120 125 



Ser Asn Gly Lys 
130 

Ala Asn lie Cys 
145 

Asp Tyr Leu Gin 



Pro Ser Ser His 
180 

Gly Asn Ser Glu 
195 

Lys Leu Arg Ala 
210 

Leu Leu Asp Pro 
225 

Gin Asp lie Asp 



Leu Arg Val Asn 
135 

Phe Arg His His 
150 

Leu Met Val Tyr 
165 

Asn Leu Met Lys 



Phe His Phe Tyr 
200 

Gly Glu Glu He 
215 

Asp Gin Asp Ala 
230 



Gin Asp Gly Phe 
140 

Glu Thr Ser Gly 
155 

Val Val Lys Thr 
170 

Gly Gly Ser Thr 
185 

Ser He Asn Val 



Ser He Gin Val 
220 

Thr Tyr Phe Gly 
235 



Tyr Tyr Leu Tyr 



Ser Val Pro Thr 
160 

Ser He Lys He 
175 

Lys Asn Trp Ser 
190 

Gly Gly Phe Phe 
205 

Ser Asn Pro Ser 



Ala Phe Lys Val 
240 



<210> 17 
<211> 246 
<212> PRT 
<213> Homo sapi< 

<400> 17 
Ala Gin Met Asp 
1 

Tyr Arg He Leu 
20 

Leu Glu Ser Gin 
35 

Lys Gin Ala Phe 
50 

Gly Ser Gin His 
65 

Leu Asp Leu Ala 



Leu Thr He Asn 
100 

Leu Ser Ser Trp 
115 

Thr Phe Ser Asn 
130 



ns 



Pro Asn Arg He 
5 

Arg Leu His Glu 



Asp Thr Lys Leu 
40 

Gin Gly Ala Val 
55 

He Arg Ala Glu 
70 

Lys Arg Ser Lys 
85 

Ala Thr Asp He 



Tyr His Asp Arg 
120 

Gly Lys Leu lie 
135 



Ser Glu Asp Gly 
10 

Asn Ala Asp Phe 
25 

He Pro Asp Ser 



Gin Lys Glu Leu 
60 

Lys Ala Met Val 
75 

Leu Glu Ala Gin 
90 

Pro Ser Gly Ser 
105 

Gly Trp Ala Lys 



Val Asn Gin Asp 
140 



Thr His Cys He 
15 

Gin Asp Thr Thr 
30 

Cys Arg Arg lie 
45 

Gin His He Val 



Asp Gly Ser Trp 
80 

Pro Phe Ala His 
95 

His Lys Val Ser 
110 

He Ser Asn Met 
125 

Gly Phe Tyr Tyr 



Leu Tyr Ala Asn 
145 

Ala Thr Glu Tyr 



Lys lie Pro Ser 
180 

Trp Ser Gly Asn 
195 

Phe Phe Lys Leu 
210 

Pro Ser Leu Leu 
225 

Lys Val Arg Asp 



lie Cys Phe Arg 
150 

Leu Gin Leu Met 
165 

Ser His Thr Leu 



Ser Glu Phe His 
200 

Arg Ser Gly Glu 
215 

Asp Pro Asp Gin 
230 

lie Asp 
245 



His His Glu Thr 
155 

Val Tyr Val Thr 
170 

Met Lys Gly Gly 
185 

Phe Tyr Ser lie 



Glu He Ser He 
220 

Asp Ala Thr Tyr 
235 



Ser Gly Asp Leu 
160 

Lys Thr Ser He 
175 

Ser Thr Lys Tyr 
190 

Asn Val Gly Gly 
205 

Glu Val Ser Asn 



Phe Gly Ala Phe 
240 



<210> 18 
<211> 735 
<212> DNA 

<213> Mus musculus 



<400> 18 

gcgcagatgg 

agactccatg 

gactcctgca 

attgtggggc 

gtggcccagc 

agcatcccat 

gccaagatct 

tattacctgt 

gactatcttc 

aacctgatga 

tccataaatg 

tccaaccctt 

caggacatag 



atcctaacag 
aaaacgcagg 
ggaggatgaa 
cacagcgctt 
gaggcaagcc 
cgggttccca 
ctaacatgac 
acgccaacat 
agctgatggt 
aaggagggag 
ttgggggatt 
ccctgctgga 
actga 



aatatcagaa 
tttgcaggac 
acaagccttt 
ctcaggagct 
tgaggcccag 
taaagtcact 
gttaagcaac 
ttgctttcgg 
gtatgtcgtt 
cacgaaaaac 
tttcaagctc 
tccggatcaa 



gacagcactc 
tcgactctgg 
cagggggccg 
ccagctatga 
ccatttgcac 
ctgtcctctt 
ggaaaactaa 
catcatgaaa 
aaaaccagca 
tggtcgggca 
cgagctggtg 
gatgcgacgt 



actgctttta 
agagtgaaga 
tgcagaagga 
tggaaggctc 
acctcaccat 
ggtaccacga 
gggttaacca 
catcgggaag 
tcaaaatccc 
attctgaatt 
aagaaattag 
actttggggc 



tagaatcctg 
cacactacct 
actgcaacac 
atggttggat 
caatgctgcc 
tcgaggctgg 
agatggcttc 
cgtacctaca 
aagttctcat 
ccacttttat 
cattcaggtg 
tttcaaagtt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

735 



<210> 19 
<211> 741 
<212> DNA 

<213> Homo sapiens 



<400> 19 

gcgcagatgg 

agactccatg 

atacctgatt 

caacatatcg 

ttagatctgg 

gccaccgaca 

ggttgggcca 

ggcttttatt 



atcctaatag 
aaaatgcaga 
catgtaggag 
ttggatcaca 
ccaagaggag 
tcccatctgg 
agatctccaa 
acctgtatgc 



aatatcagaa 
ttttcaagac 
aattaaacag 
gcacatcaga 
caagcttgaa 
ttcccataaa 
catgactttt 
caacatttgc 



gatggcactc 
acaactctgg 
gcctttcaag 
gcagagaaag 
gctcagcctt 
gtgagtctgt 
agcaatggaa 
tttcgacatc 



actgcattta 
agagtcaaga 
gagctgtgca 
cgatggtgga 
ttgctcatct 
cctcttggta 
aactaatagt 
atgaaacttc 



tagaattttg 60 
tacaaaatta 120 
aaaggaatta 180 
tggctcatgg 240 
cactattaat 300 
ccatgatcgg 360 
taatcaggat 420 
aggagaccta 480 




gctacagagt atcttcaact aatggtgtac 

tctcataccc tgatgaaagg aggaagcacc 

ttttattcca taaacgttgg tggatttttt 

gaggtctcca acccctcctt actggatccg 

aaagttcgag atatagattg a 



gtcactaaaa ccagcatcaa aatcccaagt 540 
aagtattggt cagggaattc tgaattccat 600 
aagttacggt ctggagagga aatcagcatc 660 
gatcaggatg caacatactt tggggctttt 720 

741 



